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Fig 1. A: bright field image of HEK 293A cells, B: bright
field image of HEK 293A cells with ROIs, C: SPR image of
HEK 293A binding to hydroxystilbamidine. Bottom:
distribution of K, associated with cellular heterogeneity.
Mean K = 2.6 uM.
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Fig 2. A: bright field image of HEK 293A cells, B: bright
field image of HEK 293A cells with ROIs, C: SPR image
of HEK 293A binding to pentamidine. Bottom:
distribution of K associated with cellular heterogeneity.
Mean K = 5.0 uM.
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Fig (a) and (b) VirD oscillators spotted on
a SPR sensor chip and imaged with
SPRM. Although the individual VirD
oscilltors cannot be resolved, the image
intensity of each spot oscillates with the
applied AC electrical field (c), providing
the average oscillation amplitude of the

Intensity
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background background
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Tie (S} VirD oscillators. The red line in (c) is the

d GABBRI-SRIFt4 @ image intensity from the background
40 Buffer —— Bufer  NTSRISRF4 - regions, which was subtracted out in data

E 2 ‘ - S — 1uM analysis. (d) and (e) show the kinetics of
O R B, 2 . ey a peptide ligand (SPRIF14 MW=1560)
g 20 /' k=18 1045 fﬁ; k-22x10'wis: - binding to two different types of GPCRs
g | PRl g 10 s (GABBR1 and NTSR1), where the solid
= g o lines are global fitting of the data to the
2 op T & o : first order kinetics. The extracted kinetic
= 300 800 900 0 300 600 900 constants are shown on the graphs.

Time (s) Time (s) Applied voltage: 0.3 V amplitude at 5 Hz.
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KR 690nm
ABIE 40-76 Deg (ELR)
1N REE < 0.6 RU RMS (0.1 mDeg RMS)
ERBIEE 3 RU/hr(0.5 mDeg/hr) RMS
RIESTE 15°C to 40°C
T{Euh . Bright Field: 1200 x 900 um
Wiz
SPR: 600 x 450 um
B Bright Field: x10 , SPR: x20"
DHER Bright Field & SPR: 1 um
HREY B 3mm x 3mm / 360 deg
SMEIRT 690 (W) x 330 (h) x 340 (d) mm
FRRBR 1 to 1500 uL
R ka<l x 10’"M-1st
ke HPFRE 51 X 1051
BREEH Kg = 10-3 M-10-12M
SN D FE 200 Da
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